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> iSEE(sce)



What if we want this?





> modeRedDim(sce)



The iSEE universe (iSEEu)
https://github.com/csoneson/iSEEu

https://github.com/csoneson/iSEEu


> modeReducedDim(sce, colorBy = "Scnn1a")

Michael Stadler



> modeDEbulk(sce)

Federico Marini



> modeTree(tse)

Fiona Huang



> modeProteomicsPCA(proteins, peptides)

Charlotte Soneson



> modeGviz(se)

Pierre-Luc Germain



> modeSneakPeek(sce)

Pablo Rodriguez



Want to contribute?

#iSEE slack channel

https://github.com/csoneson/iSEEu

iSEE 2.0 is coming

https://github.com/csoneson/iSEEu


iSEE version 2.0
A & K



New architecture
Each panel type is now an S4 class:

- Natural validity checks on input arguments
- Improved internal organization of UI, observers
- Improved efficiency during app initialization
- Easier extensibility 

Tables can now transmit selections (based on search) to plots.

Plots can now transmit single choices to other plots (e.g., color by selected point).

Fun loading spinner.



Current S4 class hierarchy
Panel

DotPlot Table

ColumnDotPlot RowDotPlot ColumnTable RowTable

RedDimPlot

FeatAssayPlot

ColDataPlot

SampAssayPlot

RowDataPlot
RowStatTabl
e

ColStatTable

HeatMapPlot



Flexible extensibility
- Inherit from existing concrete class and 

specialize specific methods (if desired).
- Inherit from virtual class and write methods 

from scratch.
- Add/overwrite UI elements, observers for 

native integration into shiny.


