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What if we want this?
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Panel settings

T ITCUULIIF LUCATYS L JCLECLALPIIU [ <& C(v.1, v.1, U.1, v.1, v.1J

15 redDimPlotArgs[['SelectColor']] <- c("#FFO00@", "red", "red", "red", "red")

17 tmp <- vector('list', 5)
18 redDimPlotArgs[['BrushData']] <- tmp

20 tmp <- vector('list', 5)

21 redDimPlotArgs[['MultiSelectHistory']] <- tmp

22 redDimPlotArgs[['SelectMultiType']] <- c("Active", "Active", "Active", "Active", "Active")
23 redDimPlotArgs[['SelectMultiSaved']] <- c(@OL, OL, oL, @L, @L)

25 tmp <- vector('list', 5)

26 tmp[[1]] <- "Color"

27 tmp[[2]] <- "Color"

28 tmp[[3]] <- "Color"

29 tmp[[4]] <- "Color"

30 tmp[[5]] <- "Color"

31 redDimPlotArgs[['VisualChoices']] <- tmp

32 redDimPlotArgs[['PointSize']] <- c(1, 1, 1, 1, 1)

33 redDimPlotArgs[['PointAlpha']] <- c(1, 1, 1, 1, 1)

34 redDimPlotArgs[['Downsample']] <- c(FALSE, FALSE, FALSE, FALSE, FALSE)
35 redDimPlotArgs[['SampleRes']] <- c(200, 200, 200, 200, 200)

36 redDimPlotArgs[['FontSize']] <- c(1, 1, 1, 1, 1)

37 redDimPlotArgs[['LegendPosition']] <- c("Bottom", "Bottom", "Bottom", "Bottom", "Bottom")

39 tmp <- vector('list', 5)
40 redDimPlotArgs[['ZoomData']] <- tmp

42 tmp <- vector('list', 5)

43 redDimPlotArgs[['LassoData']] <- tmp

44 redDimPlotArgs[['ContourAdd']] <- c(FALSE, FALSE, FALSE, FALSE, FALSE)

45 redDimPlotArgs[['ContourColor']] <- c("#00@OFF", "blue", "blue", "blue", "blue")

46 redDimPlotArgs[['ColorBy']] <- c("None", "None", "None", "None", "None")

47 redDimPlotArgs[['ColorByDefaultColor']] <- c("#000000", "black", "black", "black", "black")

48 redDimPlotArgs[['ColorByColData']] <- c("NREADS", "NREADS", "NREADS", "NREADS", "NREADS")

49 redDimPlotArgs[['ShapeBy']] <- c("None", "None", "None", "None", "None")

50 redDimPlotArgs[['ShapeByColData']] <- c("driver_1_s", "driver_1_s", "driver_1_s", "driver_1_s", "driver_1_s")
51 redDimPlotArgs[['SizeBy']] <- c("None", "None", "None", "None", "None")



> modeRedDim(sce)
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The ISEE universe (iISEEu)

https://github.com/csoneson/iSEEu

] csoneson / iSEEu @unwatch~ 4 %star 1 YFork 1
<> Code Issues 0 Pull requests 2 Actions Projects 0 Wiki Security Insights Settings
The iSEE Universe https://csoneson.github.io/iSEEu/ Edit

Manage topics

D 34 commits ¥ 5 branches 0 packages © 0 releases 4" 1 environment 22 3 contributors &s View license
|

Branch: master v New pull request Create new file = Upload files = Find file Clone or download v

. csoneson Merge pull request #5 from csoneson/kra-pkg ==  Latest commit 74a0037 3 hours ago
BmR Change email address 3 hours ago
il inst Add a bit of info to the vignette 12 days ago
8 man roxygenize... 3 hours ago
B vignettes short info on the instances 12 days ago
[E .Rbuildignore Added pkgdown setup 13 days ago
B .travisyml Travis 24 days ago
[E CODE_OF_ CONDUCT.md Added CoC and Rmd README 24 days ago

[E) DESCRIPTION Write a package-level documentation page. 6 days ago


https://github.com/csoneson/iSEEu

> modeReducedDim(sce, colorBy = "Scnn1a")
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> modeDEDbulk(sce)
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> modeTree(tse)
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Reduced dimension plot 1 Row statistics table 1
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Want to contribute?

#ISEE slack channel

https://github.com/csoneson/iISEEuU

ISEE 2.0 is coming


https://github.com/csoneson/iSEEu

ISEE version 2.0

A &K



New architecture

Each panel type is now an S4 class:

Natural validity checks on input arguments
Improved internal organization of Ul, observers
Improved efficiency during app initialization
Easier extensibility

Tables can now transmit selections (based on search) to plots.
Plots can now transmit single choices to other plots (e.g., color by selected point).

Fun loading spinner.



Current S4 class hierarchy

Panel
DotPlot Table
ColumnDotPlot RowDotPlot ColumnTable RowTable

\ 4

HeatMapPlot

SampAssayPlot

RedDimPlot ColDataPlot . ColStatTable owStatTabI
FeatAssayPlot




Flexible extensibility

- Inherit from existing concrete class and
specialize specific methods (if desired).

- Inherit from virtual class and write methods
from scratch.

- Add/overwrite Ul elements, observers for
native integration into shiny.

1.7.2
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